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Abstract
IMPORTANCE Less favorable trajectories of depressive mood from adolescence to early adulthood
are associatedwith current and later psychopathology, impaired educational attainment, and social
dysfunction, yet the genetic and environmental risk factors associated with these trajectories are not
fully established. Examiningwhat risk factors are associatedwith different trajectories of depressive
mood could help identify the nature of depression symptoms and improve preventive interventions
for those at most risk.
OBJECTIVE To examine the differential associations of genetic and environmental risk factors with
trajectories of depression symptoms among individuals observed from ages 10 to 24 years.
DESIGN, SETTING, AND PARTICIPANTS In a longitudinal cohort study established in 1990 and
currently ongoing (the Avon Longitudinal Study of Parents and Children [ALSPAC]), growthmixture
modeling was used to identify trajectories of depression symptoms in 9394 individuals in the United
Kingdom. Associations of different risk factors with these trajectories were then examined. Analysis
was conducted between August 2018 and January 2019.
MAINOUTCOMESANDMEASURES Trajectories were composed from depression symptoms
measured using the Short Mood and Feelings Questionnaire at 9 occasions from ages 10 to 24 years.
Risk factors included sex, a polygenic risk score taken from a recent genome-wide association study
of depression symptoms, maternal postnatal depression, partner cruelty to the offspring’s mother
when the child was aged 2 to 4 years, childhood anxiety at age 8 years, and being bullied at age
10 years.
RESULTS Data on all risk factors, confounders, and the outcomewere available for 3525 individuals,
including 1771 (50.2%) whowere female. Trajectories were assessed between themean (SD) age of
10.7 (0.3) years and mean (SD) age of 23.8 (0.5) years. Overall, 5 distinct trajectories of depression
symptoms were identified: (1) stable low (2506 individuals [71.1%]), (2) adolescent limited (325
individuals [9.2%]), (3) childhood limited (203 individuals [5.8%]), (4) early-adult onset (393
individuals [11.1%]), and (5) childhood persistent (98 individuals [2.8%]). Of all the associations of risk
factors with trajectories, sex (odds ratio [OR], 6.45; 95% CI, 2.89-14.38), the polygenic risk score for
depression symptoms (OR, 1.47; 95% CI, 1.10-1.96), and childhood anxiety (OR, 1.30; 95% CI,
1.16-1.45) showed the strongest association with the childhood-persistent trajectory of depression
symptoms compared with the stable-low trajectory. Maternal postnatal depression (OR, 2.39; 95%
CI, 1.41-4.07) had the strongest association with the early-adult–onset trajectory, while partner
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Abstract (continued)
cruelty to mother (OR, 2.30; 95% CI, 1.36-3.90) had the strongest association with the adolescent-
limited trajectory. Bullying (OR, 8.08; 95% CI, 4.92-13.26) showed the strongest association with the
childhood-limited trajectory.
CONCLUSIONS ANDRELEVANCE The least favorable trajectories of depression symptoms
(childhood persistent and early-adult onset) were associated with both genetic and environmental
risk factors, but the 2 trajectories of limited duration that had resolved by early adulthood (childhood
limited and adolescent limited) were not associated with the polygenic risk score or maternal
postnatal depression. Bullying was strongly associated with both the childhood-persistent and
childhood-limited trajectories, suggesting that this risk factor may have a time-specific effect. These
findings suggest that examining genetic andmultiple time-specific environmental antecedents could
help identify trajectories of varying onset and chronicity.
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587
Introduction
Depression is a leading cause of disability worldwide1 and is expected to be the highest global burden
of disease by 2030.2 Despite efforts to improve interventions, prevalence is still increasing, especially
in adolescence.3 Evidence suggests that depression during adolescence is associated with many
concurrent and later psychological and social impairments.4,5 However, what is driving this increase
in adolescent depression is still not clear. A greater understanding of the nature of adolescent
depression and how tominimize it is crucial if we are to reduce this global burden.
There is evidence that depression should be viewed on a continuum6,7 because individuals with
subthreshold depression8,9 and elevated levels of depression symptoms10 are also at risk of
concurrent and later psychopathology. Importantly, a similar pattern is also observed for those
displaying consistently higher levels of depression symptoms over time.11-15 Detailed longitudinal
analysis provides an opportunity to further understand not only how depressionmaymanifest
differentially over time but also its etiology. Toward this goal, researchers have identified trajectories
of depression symptoms during adolescence and potential risk factors associated with those
trajectories.16,17 Previous research suggests that adolescence is characterized by a clear increase in
symptoms of depressedmood; however, trajectories vary within the population and differ by age at
onset as well as duration and severity of symptoms.12,16-18 Evidence has shown that several less
favorable trajectories of depression symptoms (ie, those with depression symptoms that start high
and continue [childhood persistent], those that start low but increase over time [early-adult onset],
or those that start high in early childhood but decline during adolescence and young adulthood
[childhood limited]) are present across multiple populations and often associated with poorer
outcomes compared with adolescents with low symptoms over time (ie, the stable-low
trajectory).11,12,19,20 It may be possible to start targeting specific interventions and treatments for
certain individuals by disentangling the risk factors (or combinations of risk factors) of different
trajectories.
Identifying how different risk factors are associated with varying patterns of depressive mood
could be important for understanding the etiology of depression and improving treatment. Risk
factors such as sex,14,19 childhood psychopathology,11,20 parental mood,19,21 and early-life
socioeconomic position11,22 are important factors of less favorable trajectories of depression
symptoms. Stronger associations are typically observed for chronically high or increasing
trajectories,11,18-21 yet the evidence is not clear cut. A study by Rice et al23 also found that polygenic
risk for depression was associated with a late-adolescence–onset trajectory, implying that genetic
liability may be a key component for less favorable trajectories at specific periods of development.24
The evidence is less clear on what might affect trajectories limited to adolescence or childhood,
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although research suggests they could be reactive to more immediate stressors and events.11 For
example, bullying is arguably among the strongest factors in adolescent and adult depression25-27
and is most frequent and salient during certain periods of childhood and adolescent development.
Therefore, bullying in childhood is likely to have immediate consequences. However, the direction of
this association is unknown, and there is evidence that bullying is also associated with depression
throughout the life course, suggesting it could also be reflective of preexisting susceptibility.28
Therefore, it is unclear whether the association of bullying with depression is time specific,
dependent on other prior factors, or both.29 Investigating how bullying affects differential
trajectories of depressive symptoms across adolescent development could give insight into how and
when the effect of this risk factor occurs. Bullying in childhood has also yet to be linked to different
trajectories of depressive symptoms.
Trajectories of depression symptoms are likely to have a highly complex etiology composed of
genetic and environmental influences. This is because behavioral phenotypes, such as depression,
are unlikely to have purely direct genetic or environmental pathways.30 Instead, it is more likely that
an interplay of genetic-environmental correlations exists and the contribution of genetic or
environmental factors may be greater for complex traits (such as depression).7,27,31-33 For example,
stressful life events may cause more severe depression symptoms, but it is possible that genetically
liable individuals may be more prone to stressful life events, thus making it hard to determine the
direction of effects. Therefore, while we cannot yet separate whether a risk factor operates through
genetic or environmental mechanisms, examining both genetic and environmental risk factors could
build better prediction models and provide a new understanding that could be translated into
improved prevention and interventions.
To our knowledge, no studies have examined the longitudinal nature of trajectories of
depression symptoms in adolescence or their associations with genetic and environmental risk
factors in early childhood and adolescence. Understanding whether different risk profiles are
associated with specific manifestations of trajectories of depression symptomsmay offer more
precise opportunities to target interventions during certain periods. We hypothesized that themost
high-risk trajectories (ie, childhood persistent) would be associated with a combination of genetic
and environmental risk factors (possibly reflecting a complex genetic-environmental interplay and/or
a greater genetic contribution, in which genetic liability is reinforced by environmental events).
However, given the ambiguity surrounding the antecedents of adolescent-limited and childhood-
limited trajectories, there may be some specificity in these trajectories that could bemore reflective
of emotional reactions to recent negative environmental events, such as bullying.
Methods
Study Sample
We used data from the Avon Longitudinal Study of Parents and Children (ALSPAC), a longitudinal
cohort study that recruited pregnant women residing in Avon, United Kingdom, with expected
delivery dates of April 1, 1991, to December 31, 1992.34,35 The initial cohort consisted of 14 062
children. Ethical approval was obtained from the ALSPAC Ethics and Law Committee and the local
research ethics committees. Participants provided written informed consent to the collection and
use of these data. Data in this study were fully anonymized. The study website contains details of the
data that are available through a fully searchable data dictionary and variable search tool.36 This
report follows the Strengthening the Reporting of Observational Studies in Epidemiology (STROBE)
reporting guideline.37
Depression Symptoms
Self-reported depression symptoms weremeasured on 9 occasions using the Short Mood and
Feelings Questionnaire (SMFQ)38 when participants were aged 10 to 24 years. The SMFQ is a 13-item
questionnaire that measures the presence of depression symptoms in the last 2 weeks. It was
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administered via mail or in clinics. Each item is scored from0 to 2, resulting in a summed score from
0 to 26. The SMFQ correlates highly with clinical depression39,40 and has been used to explore
trajectories of depression symptoms in other studies.41,42 Descriptive information can be found in
eTable 1 in the Supplement.
Risk Factors
Sex (male vs female) was identified from birth notifications around the time of delivery. The
polygenic risk score (PRS) for depression symptoms was created using summary statistics from a
recent genome-wide association study (GWAS) on depression symptoms.43 The PRS was created by
weighting the effect sizes of 120 422 single-nucleotide polymorphisms associated with depression
symptoms from the initial GWAS at a P < .50 threshold. The PRS was standardized to have amean of
0 and a standard deviation of 1; thus, a higher PRS represents higher liability to depression
symptoms. Maternal postnatal depression (yes vs no) was assessed at 8 weeks post partum, when
the mother completed the Edinburgh Postnatal Depression Scale.44 A cutoff score of 13 or higher,
which indicates probable depression, was used.45,46 Partner cruelty to the mother (yes vs no) was
assessed by the Family Adversity Index, which asked the mother whether her partner was abusive
toward her when the child was aged 2 to 4 years.22 Childhood anxiety was measured at
approximately age 8 years by asking the child’s main caregiver about the child’s general anxieties,
using questions taken from the Development and Well-being Assessment.47 A weighted summary
score of 0 to 12 was created from 6 questions on childhood anxiety, with 12 indicating maximum
anxiety. Childhood bullying wasmeasured using themodified Bullying and Friendship Interview
Schedule when the child visited a research clinic at approximately age 10 years.48 We used a binary
variable (yes vs no) to assess bullying of the child in the last 6 months. Further information on these
variables can be found in the eAppendix in the Supplement.
Confounders
The following confounders were included based on previous literature that associated themwith the
risk factors and the depression trajectories41,42,45: maternal age at birth (in years), maternal
socioeconomic status at birth (manual vs nonmanual occupation), maternal educational attainment
at birth, parity (first born vs second born vs third born or more), and the first 5 principle components
of ancestry to control for population stratification in the genetic analysis. These confounders were
not under investigation as hypothesized primary risk factors but were included to examine the effect
of confounders on the association of the risk factors under investigation with depression symptoms
as well as to mark missing data and participant demographic characteristics.
Statistical Analysis
We conducted growthmixture modeling (GMM) in Mplus version 8 (Muthén andMuthén)49 to
identify latent trajectories of depression symptoms using 9measures of the SMFQ. Briefly, GMM
stratifies individuals from a population into multiple heterogeneous trajectories (or latent classes).50
Odds ratios (ORs) and their corresponding 95% CIs were derived frommultinomial logistic
regressions, where the trajectory with the largest sample size was used as the reference. Multinomial
logistic regressions were used to calculate P values. Statistical significance was set at P < .05, and all
tests were 2-tailed. Further details about model fit and how we assessed the validity of these
trajectories can be found in the eAppendix in the Supplement.
Missing data in the GMMwere handled using full-informationmaximum-likelihood
estimation.49We included individuals in the analysis if they had depression symptomsmeasured on
at least 1 occassion.23 Previous research on this data has demonstrated little difference on the shape
of trajectories, distribution of trajectory membership, or associations of trajectories with outcomes
when comparing individuals with at least 1 measurement of depression symptoms with participants
with at least 3 measurements or all 9 measurements.15
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Results
Data were available for 9394 individuals with at least 1 measurement of depression symptoms.
Demographic characteristics for these individuals can be found in eTable 2 in the Supplement, but
briefly, individuals included in the study weremore likely to be female and havemothers with more
education and higher socioeconomic status at birth. The sample size of individuals with all risk factors
and confounders was 3525, including 1771 female participants (50.2%). Themean (SD) age at the
first measure of depression symptoms was 10.7 (0.3) years, and themean (SD) age at the last
measure of depression symptoms was 23.8 (0.5) years. Results from our GMM indicated that a
5-class trajectory solution was best suited the data (eTable 3 in the Supplement). The shapes of these
trajectories and class distributions did not differ substantially between the sample of 9394
individuals and the sample of 3525 individuals (eTables 4-6 in the Supplement).
Trajectories of Depression Symptoms
Among the sample of 3525 individuals, 5 heterogeneous trajectories of depression symptoms were
derived. First, the stable-low trajectory (2506 individuals [71.1%]) included individuals who had
consistently low levels of depression symptoms. Second, the early-adult–onset trajectory (393
individuals [11.1%]) included individuals who started with low depression symptoms that increased
during adolescence and young adulthood. Third, the adolescent-limited trajectory (325 individuals
[9.2%]) included individuals who experienced elevated levels of depression symptoms only during
adolescence, and fourth, the childhood-limited trajectory (203 individuals [5.8%]) included
individuals who started with elevated levels of depression symptoms in childhood that decreased.
Fifth, the childhood-persistent trajectory (98 individuals [2.8%]) included individuals with moderate
levels of depression symptoms that continued to increase and stay high during adolescence and into
young adulthood (Figure 1).
Association of Risk FactorsWith Trajectories of Depression Symptoms
Full results from themultivariate analysis of risk factors with varying trajectories are presented in the
Table. The risk factors of varying trajectories of depression symptoms are shown in Figure 2. For the
following analysis, the OR represents each trajectory compared with the stable-low trajectory.
Correlations between risk factors are shown in eTable 7 in the Supplement, and results did not differ
in univariate or unadjustedmultivariate analyses (eTable 8 and eTable 9 in the Supplement).
Being female was associated with all trajectories (childhood persistent: OR, 6.45; 95% CI, 2.89-
14.38; early-adult onset: OR, 1.96; 95% CI, 1.33-2.88; adolescent limited: OR, 6.04; 95% CI,
3.35-10.87; and childhood limited: OR, 1.81; 95% CI, 1.13-2.90). A higher PRS for depression
symptoms was associated with the childhood-persistent trajectory (OR, 1.47; 95% CI, 1.10-1.96) and
the early-adult–onset trajectory (OR, 1.29; 95% CI, 1.06-1.57) but not the adolescent-limited
Figure 1. Trajectories of Depression Symptoms From a 5-Class Solution
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Among the sample of 3525 individuals, 2506
individuals (71.1%) belonged to the stable-low
trajectory, 393 (11.1%) belonged to the early-adult–
onset trajectory, 325 (9.2%) belonged to the
adolescent-limited trajectory, 203 (5.8%) belonged to
the childhood-limited trajectory, and 98 (2.8%)
belonged to the childhood-persistent trajectory. SMFQ
indicates Short Mood and Feelings Questionnaire.
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trajectory (OR, 1.04; 95% CI, 0.85-1.27) or childhood-limited trajectory (OR, 1.01; 95% CI, 0.81-1.25).
Maternal postnatal depression was associated with the childhood-persistent trajectory (OR, 2.37;
95% CI, 1.16-4.85) and the early-adult–onset trajectory (OR, 2.39; 95% CI, 1.41-4.07) but not the
adolescent-limited trajectory (OR, 1.12; 95% CI, 0.54-2.31) or childhood-limited trajectory (OR, 1.70;
95% CI, 0.80-3.62). Partner cruelty to the mother was associated with the early-adult–onset
trajectory (OR, 1.78; 95% CI, 1.05-3.04) and adolescent-limited trajectory (OR, 2.30; 95% CI,
1.36-3.90), but it was not associatedwith the childhood-persistent trajectory (OR, 1.61; 95%CI, 0.66-
3.95) or the childhood-limited trajectory (OR, 1.06; 95% CI, 0.48-2.37). Childhood anxiety was
associated with the childhood-persistent trajectory (OR, 1.30; 95% CI, 1.16-1.45), early-adult–onset
trajectory (OR, 1.12; 95% CI, 1.01-1.24), and childhood-limited trajectory (OR, 1.23; 95% CI, 1.08-1.41),
but it was not associatedwith the adolescent-limited trajectory (OR, 1.09; 95%CI, 0.98-1.21). Being
bullied was also associatedwith all 4 at-risk trajectories (childhood persistent: OR, 4.91; 95%CI, 2.52-
9.58; early-adult onset: OR, 1.73; 95% CI, 1.10-2.70; adolescent limited: OR, 1.56; 95% CI, 1.00-2.44;
and childhood limited: OR, 8.08; 95% CI, 4.92-13.26).
Discussion
This study identified 5 distinct trajectories of depression symptoms from late childhood to young
adulthood. These trajectories were associated with both genetic and environmental risk factors.
These findings suggest that examining both genetic and environmental antecedents could help
identify groups with severe and chronic depression symptoms (ie, in the childhood-persistent
trajectory) who should be prioritized for early intervention. Certain risk profiles also showed specific
associations with longitudinal patterns of depression symptoms.
Polygenic risk for depression symptoms (ie, greater genetic liability to depression) was
associated with the childhood-persistent trajectory and early-adult–onset trajectory, which supports
the notion that genetic liability may play an important role in the onset of depression in
adolescence.23,51 Polygenic risk has previously been associated with both depression and higher
trajectories of depression symptoms in later adult populations.52,53 However, our results suggest that
genetic liability to greater depression symptomsmay begin to manifest in childhood and
adolescence, as previous research has highlighted.23 As such, genetic liability could be amechanism
for chronic and/or more severe depression symptoms throughout the life course that operates
through specific neurological or hormonal systems at certain stages of development.24 Similar results
have been observed for trajectories of attention-deficit/hyperactivity disorder,54 suggesting that
genetic liability can affect the development of a trait. However, it is unlikely that genetic liability alone
is responsible for themore severe trajectories. Instead, a more plausible explanation is that a
Table. Fully AdjustedMultivariate Associations of Risk FactorsWith Trajectories of Depression Symptoms Among 3525 Individuals
Risk Factor
Multinomial OR (95% CI)a
P Value
Childhood Persistent vs
Stable Low
Early-Adult Onset vs
Stable Low
Adolescent Limited vs
Stable Low
Childhood Limited vs
Stable Low
Being female 6.45 (2.89-14.38) 1.96 (1.33-2.88) 6.04 (3.35-10.87) 1.81 (1.13-2.90) <.001
Polygenic risk score 1.47 (1.10-1.96) 1.29 (1.06-1.57) 1.04 (0.85-1.27) 1.01 (0.81-1.25) .01
Early life
Maternal postnatal depression 2.37 (1.16-4.85) 2.39 (1.41-4.07) 1.12 (0.54-2.31) 1.70 (0.80-3.62) .005
Partner cruelty to mother from
ages 2-4 y
1.61 (0.66-3.95) 1.78 (1.05-3.04) 2.30 (1.36-3.90) 1.06 (0.48-2.37) .008
Childhood
Anxiety at 8 y 1.30 (1.16-1.45) 1.12 (1.01-1.24) 1.09 (0.98-1.21) 1.23 (1.08-1.41) <.001
Bullied at 10 y 4.91 (2.52-9.58) 1.73 (1.10-2.70) 1.56 (1.00-2.44) 8.08 (4.92-13.26) <.001
Abbreviation: OR, odds ratio.
a Analysis was adjusted for all risk factors and the following confounders: maternal age
at birth, maternal socioeconomic status at birth, maternal educational attainment at
birth, and parity.
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complex interplay between genetics and the environment exists.30,31,51 This is not yet understood,
and it is also not clear how genetic liability to depression might affect later environmental risk
factors.55 Future research should explore this to discover potential pathways andmechanisms
involved in themaintenance of depression.
Previous research has shown that bullying is an important factor in the onset of depression in
adolescence and adulthood.25,26 However, our findings highlight that being bullied in childhood is
associated with both short-term and long-term consequences. Whether exposure to bullying has a
lasting effect may depend on genetic liabilities to depression and bullying.27-29 Bullying was assessed
at age 10 years (shortly before the first assessment of depression symptoms) and wasmost
associatedwith the childhood-limited trajectory, which showed severe depression symptoms in early
childhood that diminished over time. This could reflect an immediate reaction to bullying that then
resolves. Thus, bullying may be a time-specific factor because it had weaker associations with the
early-adult–onset trajectory and adolescent-limited trajectory. However, it was associated with the
childhood-persistent trajectory, suggesting there could be long-term consequences for individuals
who were bullied in childhood but still have consistently severe depression symptomsmore than 10
Figure 2. Association of Risk FactorsWith Trajectories of Depression Symptoms
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A, Sex was coded 0 for men and 1 for women. Being female was associated with higher
risk of all trajectories. B, The polygenic risk score was standardized to have a mean of 0
and an SD of 1. A higher PRS for depression symptoms was associated with the
childhood-persistent and early-adult–onset trajectories but not the adolescent-limited or
childhood-limited trajectories. C,Maternal postnatal depressionwas coded0 for no and
1 for yes. It was associated with the childhood-persistent and early-adult–onset
trajectories but not the adolescent-limited or childhood-limited trajectories. D, Partner
cruelty to mother was coded as 0 for no and 1 for yes. It was associated with the early-
adult–onset and adolescent-limited trajectories but not with the childhood-persistent or
the childhood-limited trajectories. E, Childhood anxiety was measured using questions
taken from the Development andWell-being Assessment with a summary score ranging
from 0 to 12, with higher scores indicating greater childhood anxiety. It was associated
with the childhood-persistent, early-adult–onset, and childhood-limited trajectories but
not with the adolescent-limited trajectory. F, Bullying was coded as 0 for no and 1 for
yes. Being bullied was associated with all 4 at-risk trajectories.
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years later. The difference between these 2 trajectories could be that the individuals with the
childhood-persistent trajectory also have genetic and additional environmental factors that make it
harder to recover. This supports previous research highlighting genetic liability to schizophrenia, and
subsequent bullying is associated with worse trajectories of mental health.56 This suggests that
individuals who experience bullying who have familial and other accumulating risk factors should be
prioritized for intervention. A similar interpretation could exist for childhood anxiety, which showed
associations with the childhood-persistent trajectory, early-adult–onset trajectory, and childhood-
limited trajectory. Interventions to build resilience early for those with genetic liability may yield the
most effective method for the prevention of long-term or severe depression.
Sex differences have consistently been associated with less favorable trajectories of depression
symptoms,57 and we observed strong associations of being female with the childhood-persistent
trajectory and the adolescent-limited trajectory, supporting previous research.19 The childhood-
persistent trajectory and adolescent-limited trajectory are distinct, yet wemay have observed these
differences because young women who belong to the childhood-persistent group have a genetic
liability to depression in addition to other factors, such as early pubertal timing57,58 and stress
reactivity.59 In contrast, the young womenwith the adolescent-limited trajectory may not have the
genetic liability to depression symptoms and are perhaps only reacting to early pubertal timing or
stressful events. However, it is likely that other biological and environmental risk factors underlie less
favorable trajectories for girls and young women, andmore research is needed to disentangle this
association.
Maternal postnatal depression was associated with the childhood-persistent trajectory and
early-adult–onset trajectory, likely reflecting the transmission of maternal depression to
offspring.60-63 This association likely reflects genetic influences (as these 2 trajectories were
associated with the PRS) as well as parental depression possibly affecting brain development in
utero.62,64 Alternatively, it could reflect childhood susceptibilities established in infancy and early
development that result in later depression.63 Becausematernal postnatal depression was not
associated with the adolescent-limited trajectory or childhood-limited trajectory (ie, trajectories not
associated with genetic liability), it may suggest that maternal depression has more long-lasting
associations, possibly through a genetic and environmental interplay. Interestingly, this pattern was
not observed for partner cruelty to the mother, which was associated with the early-adult onset and
adolescent-limited trajectories but not the childhood-persistent or childhood-limited trajectories (ie,
the trajectories associatedwith bullying). It could be that partner cruelty operates through a different
pathway and does not share the same time-specific effect compared with bullying. Instead, the
adolescent-limited trajectory could be reflective of depression symptoms that decrease after
adolescence, once young adults are less influenced by family life. However, partner cruelty to the
mother is a rare exposure, and it is possible that the associations of partner cruelty to themother
with the early-adult–onset and adolescent-limited trajectories reflect a lack of statistical power rather
than a true association.
Limitations
This study has limitations. Previous research has validated the 5-class trajectory model by observing
that different trajectories correspond with a diagnosis of depression that is applicable to each time
(ie, childhood limited had a stronger association with an early diagnosis, and early-adult onset had a
stronger associationwith a later diagnosis of depression).15 Other longitudinal cohorts using similar
methods65,66 also observed 5-class trajectories, thus increasing the generalizability of these
trajectories. However, it is worth noting that previous research using the same data (albeit only to
age 18 years)23 only identified 3 trajectories of depression symptoms compared with the 5 in this
study. This is likely a result of the additional 3 measurement occasions and of the continuous scale of
depression symptoms we used compared with the binary diagnosis used by Rice et al.23 Despite
these methodological differences, our results were broadly the same; genetic liability to depression
was associated with a later-onset trajectory and weakly associated with an early-onset trajectory.
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 8/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
Additionally, we used genetic and environmental risk factors with more longitudinal data on
depression symptoms to explore the long-term associations of these risk factors. However, a
problem with longitudinal cohort studies relates to attrition, and although our model used full-
informationmaximum-likelihood estimation to account for missing data, the data could bemissing
not at random, potentially leading to biased results. Furthermore, the interplay between genetics
and the environment is highly complex because genetic and environmental risk factors are not
independent (as highlighted by previous research31 and correlations between genetic and
environmental risk factors in eTable 7 in the Supplement). It is therefore hard to disentangle genetic
liability from later environmental risk factors that could be on the causal pathway.
Our analysis using genetic data was also restricted to nonrelated individuals and individuals of
European descent. Previous research has shown racial/ethnic differences in trajectories of
depression symptoms, with black, Asian, and Hispanic populations all showing less favorable
trajectories.67,68Wewere unable to explore trajectories in these populations owing to the availability
of DNA samples from the depressive symptoms GWAS and exclusion criteria, thus our results lack
generalizability to these populations.43 However, GWASs are being applied to other non-European
populations, so future work will be able to untangle racial/ethnic differences in depression research
using genetic and environmental determinants.69
It is also important to note that wemademultiple comparisons, and confidence intervals in
many cases overlapped. Therefore, the specificity of the associations deserves replication. Future
research that also untangles genetic-environmental correlations will be pivotal for identifying
pathways and mechanisms underlying various forms of depression. This will eventually lead to the
improvement and treatment of depression.
Conclusions
In this cohort study, we identified 5 trajectories of depression symptoms from late childhood and
young adulthood. The childhood-persistent and early-adult onset trajectories were associated with
genetic and environmental risk factors. These findings suggest that looking at the combination of
genetic and environmental antecedents could help identify groups with chronic and severe
depression symptoms that should be prioritized for intervention. Yet the severity and course of these
symptoms could depend on the timing of specific risk factors and other prior susceptibilities. For
example, bullying was strongly associated with the childhood-persistent and childhood-limited
trajectories, suggesting it may be time specific and that the severity and duration of depression could
depend on other factors (ie, genetic liability). Overall, these findings imply that the etiology for
trajectories of depression symptoms is multifactorial, with a complex interplay of genetic and
environmental contributions. It may be possible to differentiate between risk profiles that show
varying trajectories of depression symptoms, which could be transformed into the development of
interventions and treatments for those at themost risk of more severe depression symptoms, which
could in turn prevent or reduce depression and other detriments in later life.
ARTICLE INFORMATION
Accepted for Publication:May 14, 2019.
Published: June 28, 2019. doi:10.1001/jamanetworkopen.2019.6587
Open Access: This is an open access article distributed under the terms of the CC-BY License. © 2019 Kwong ASF
et al. JAMA Network Open.
Corresponding Author: Alex S. F. Kwong, MSc, School of Geographical Sciences, University of Bristol, University
Road, Bristol BS8 1SS, United Kingdom (alex.kwong@bristol.ac.uk).
Author Affiliations:Medical Research Center Integrative Epidemiology Unit, University of Bristol, Bristol, United
Kingdom (Kwong, Hammerton, Timpson, Pearson); School of Geographical Sciences, University of Bristol, Bristol,
United Kingdom (Kwong, Manley); Centre for Multilevel Modelling, University of Bristol, Bristol, United Kingdom
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 9/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
(Kwong, Manley, Leckie); Population Health Sciences, Bristol Medical School, University of Bristol, Bristol, United
Kingdom (López-López, Hammerton, Timpson, Pearson); Centre for AcademicMental Health, University of Bristol,
Bristol, United Kingdom (Hammerton, Pearson); School of Education, University of Bristol, Bristol, United
Kingdom (Leckie).
Author Contributions:Mr Kwong had full access to all of the data in the study and takes responsibility for the
integrity of the data and the accuracy of the data analysis.
Concept and design: Kwong, López-López, Manley, Timpson, Pearson.
Acquisition, analysis, or interpretation of data: Kwong, López-López, Hammerton, Leckie.
Drafting of the manuscript: Kwong, Manley, Timpson, Pearson.
Critical revision of the manuscript for important intellectual content: Kwong, López-López, Hammerton, Timpson,
Leckie, Pearson.
Statistical analysis: Kwong, López-López, Hammerton, Leckie.
Obtained funding: López-López.
Administrative, technical, or material support: Kwong, López-López.
Supervision: López-López, Manley, Timpson, Leckie, Pearson.
Conflict of Interest Disclosures:None reported.
Funding/Support: The Avon Longitudinal Study of Parents and Children (ALSPAC) receives its core support from
the UK Medical Research Council (MRC), grant 102215/2/13/2 from the Wellcome Trust, and the University of
Bristol. A comprehensive list of grant funding is available on the ALSPACwebsite (http://www.bristol.ac.uk/alspac/).
This research was specifically funded by grant 08426812/Z/07/Z from theWellcome Trust, grants 076467/Z/05/Z
and 092731 from theWellcome Trust and theMRC, grantMR/M006727/1 from theMRC, grant PD301198-SC101645
from theNational Institutes of Health, grant FP/2007-2013 from the European Research Council under the European
Union’s Seventh Framework Programme, and grants 758813, MHINT and 669545, and DevelopObese from the
European Research Council Grant Agreements. Mr Kwong is funded by an Economic and Social Research Council
Advanced QuantitativeMethods Studentship. Drs López-López and Pearson are supported by grant ES/P00881X/1
from the Economic and Social Research Council. Dr Hammerton is supported by a Sir HenryWellcome Postdoctoral
Fellowship (209138/Z/17/Z). Dr Timpson is aWellcome Trust Investigator (grant 202802/Z/16/Z), is a program lead
in theMRC Integrative Epidemiology Unit (project reference, MC_UU_12013/3), and works within the University of
Bristol National Institute for Health Research Biomedical Research Centre and Cancer Research UK Integrative Cancer
Epidemiology Programme (grant C18281/A19169).
Role of the Funder/Sponsor: The funders had no role in the design and conduct of the study; collection,
management, analysis, and interpretation of the data; preparation, review, or approval of themanuscript; and
decision to submit themanuscript for publication.
Additional Contributions:We are extremely grateful to all the families who took part in this study, themidwives
for their help in recruiting them, and the whole ALSPAC team, which includes interviewers, computer and
laboratory technicians, clerical workers, research scientists, volunteers, managers, receptionists, and nurses.
Additional Information: The study website contains details of all the data that are available through a fully
searchable data dictionary at http://www.bristol.ac.uk/alspac/researchers/access/. Permission to use the ALSPAC
data is obtained through a proposal systemmanaged by the ALSPAC executive. The code used for this analysis can
be requested from the corresponding author. Part of this data was collected using REDCap (https://projectredcap.
org/resources/citations/).
REFERENCES
1. World Health Organization. “Depression: lets talk” saysWHO, as depression tops list of causes of ill health. https://
www.who.int/news-room/detail/30-03-2017--depression-let-s-talk-says-who-as-depression-tops-list-of-
causes-of-ill-health. Accessed June 8, 2017.
2. Malhi GS, Mann JJ. Depression. Lancet. 2018;392(10161):2299-2312. doi:10.1016/S0140-6736(18)31948-2
3. Gunnell D, Kidger J, Elvidge H. Adolescent mental health in crisis. BMJ. 2018;361:k2608. doi:10.1136/
bmj.k2608
4. Fergusson DM, Boden JM, Horwood LJ. Recurrence of major depression in adolescence and early adulthood,
and later mental health, educational and economic outcomes. Br J Psychiatry. 2007;191:335-342. doi:10.1192/bjp.
bp.107.036079
5. Thapar A, Collishaw S, Pine DS, Thapar AK. Depression in adolescence. Lancet. 2012;379(9820):1056-1067.
doi:10.1016/S0140-6736(11)60871-4
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 10/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
6. Hankin BL, Fraley RC, Lahey BB, Waldman ID. Is depression best viewed as a continuum or discrete category? a
taxometric analysis of childhood and adolescent depression in a population-based sample. J Abnorm Psychol.
2005;114(1):96-110. doi:10.1037/0021-843X.114.1.96
7. Wray NR, Ripke S, MattheisenM, et al; Major Depressive Disorder Working Group of the Psychiatric Genomics
Consortium. Genome-wide association analyses identify 44 risk variants and refine the genetic architecture of
major depression. Nat Genet. 2018;50(5):668-681. doi:10.1038/s41588-018-0090-3
8. Fergusson DM, Horwood LJ, Ridder EM, Beautrais AL. Subthreshold depression in adolescence andmental
health outcomes in adulthood. Arch Gen Psychiatry. 2005;62(1):66-72. doi:10.1001/archpsyc.62.1.66
9. Balázs J, Miklósi M, Keresztény A, et al. Adolescent subthreshold-depression and anxiety: psychopathology,
functional impairment and increased suicide risk. J Child Psychol Psychiatry. 2013;54(6):670-677. doi:10.1111/
jcpp.12016
10. Hill RM, Pettit JW, Lewinsohn PM, Seeley JR, Klein DN. Escalation tomajor depressive disorder among
adolescents with subthreshold depressive symptoms: evidence of distinct subgroups at risk. J Affect Disord. 2014;
158:133-138. doi:10.1016/j.jad.2014.02.011
11. Yaroslavsky I, Pettit JW, Lewinsohn PM, Seeley JR, Roberts RE. Heterogeneous trajectories of depressive
symptoms: adolescent predictors and adult outcomes. J Affect Disord. 2013;148(2-3):391-399. doi:10.1016/j.jad.
2012.06.028
12. Musliner KL, Munk-Olsen T, EatonWW, Zandi PP. Heterogeneity in long-term trajectories of depressive
symptoms: patterns, predictors and outcomes. J Affect Disord. 2016;192:199-211. doi:10.1016/j.jad.2015.12.030
13. Whalen DJ, Luby JL, Tilman R, Mike A, Barch D, Belden AC. Latent class profiles of depressive symptoms from
early to middle childhood: predictors, outcomes, and gender effects. J Child Psychol Psychiatry. 2016;57(7):
794-804. doi:10.1111/jcpp.12518
14. Dekker MC, Ferdinand RF, van Lang ND, Bongers IL, van der Ende J, Verhulst FC. Developmental trajectories of
depressive symptoms from early childhood to late adolescence: gender differences and adult outcome. J Child
Psychol Psychiatry. 2007;48(7):657-666. doi:10.1111/j.1469-7610.2007.01742.x
15. López-López JA, Kwong ASF, Pearson RM, et al. Trajectories of depressive symptoms through adolescence and
associations with education and employment: a growth mixture modelling approach. Paper presented at: Royal
College of Psychiatrists Faculty of Child and Adolescent Psychiatry Annual Conference 2018; September 20-21,
2018; Glasgow, Scotland.
16. Schubert KO, Clark SR, Van LK, Collinson JL, Baune BT. Depressive symptom trajectories in late adolescence
and early adulthood: a systematic review. Aust N Z J Psychiatry. 2017;51(5):477-499. doi:10.1177/
0004867417700274
17. Shore L, Toumbourou JW, Lewis AJ, Kremer P. Review: longitudinal trajectories of child and adolescent
depressive symptoms and their predictors: a systematic review andmeta-analysis. Child Adolesc Ment Health.
2017;23(2):107-120. doi:10.1111/camh.12220
18. FerroMA, Gorter JW, BoyleMH. Trajectories of depressive symptoms in Canadian emerging adults. Am J Public
Health. 2015;105(11):2322-2327. doi:10.2105/AJPH.2015.302817
19. Costello DM, Swendsen J, Rose JS, Dierker LC. Risk and protective factors associated with trajectories of
depressedmood from adolescence to early adulthood. J Consult Clin Psychol. 2008;76(2):173-183. doi:10.1037/
0022-006X.76.2.173
20. Weeks M, Cairney J, Wild TC, Ploubidis GB, Naicker K, Colman I. Early-life predictors of internalizing symptom
trajectories in Canadian children. Depress Anxiety. 2014;31(7):608-616. doi:10.1002/da.22235
21. Stoolmiller M, Kim HK, Capaldi DM. The course of depressive symptoms in men from early adolescence to
young adulthood: identifying latent trajectories and early predictors. J Abnorm Psychol. 2005;114(3):331-345. doi:
10.1037/0021-843X.114.3.331
22. Bowen E, Heron J, Waylen A, Wolke D; ALSPAC Study Team. Domestic violence risk during and after
pregnancy: findings from a British longitudinal study. BJOG. 2005;112(8):1083-1089. doi:10.1111/j.1471-0528.
2005.00653.x
23. Rice F, Riglin L, Thapar AK, et al. Characterizing developmental trajectories and the role of neuropsychiatric
genetic risk variants in early-onset depression. JAMA Psychiatry. 2019;76(3):306-213.
24. Rice F, Harold GT, Thapar A. Assessing the effects of age, sex and shared environment on the genetic aetiology
of depression in childhood and adolescence. J Child Psychol Psychiatry. 2002;43(8):1039-1051. doi:10.1111/1469-
7610.00231
25. Bowes L, Joinson C, Wolke D, Lewis G. Peer victimisation during adolescence and its impact on depression in
early adulthood: prospective cohort study in the United Kingdom. BMJ. 2015;350:h2469. doi:10.1136/bmj.h2469
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 11/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
26. CopelandWE,Wolke D, Angold A, Costello EJ. Adult psychiatric outcomes of bullying and being bullied by
peers in childhood and adolescence. JAMA Psychiatry. 2013;70(4):419-426. doi:10.1001/jamapsychiatry.2013.504
27. Singham T, Viding E, Schoeler T, et al. Concurrent and longitudinal contribution of exposure to bullying in
childhood tomental health: the role of vulnerability and resilience. JAMA Psychiatry. 2017;74(11):1112-1119. doi:10.
1001/jamapsychiatry.2017.2678
28. Arseneault L. The long-term impact of bullying victimization onmental health.World Psychiatry. 2017;16
(1):27-28. doi:10.1002/wps.20399
29. Bowes L, Maughan B, Ball H, et al. Chronic bullying victimization across school transitions: the role of genetic
and environmental influences. Dev Psychopathol. 2013;25(2):333-346. doi:10.1017/S0954579412001095
30. Smoller JW, Andreassen OA, Edenberg HJ, Faraone SV, Glatt SJ, Kendler KS. Psychiatric genetics and the
structure of psychopathology.Mol Psychiatry. 2019;24(3):409-420.
31. Jaffee SR, Price TS. The implications of genotype-environment correlation for establishing causal processes in
psychopathology. Dev Psychopathol. 2012;24(4):1253-1264. doi:10.1017/S0954579412000685
32. Pingault JB, O’Reilly PF, Schoeler T, Ploubidis GB, Rijsdijk F, Dudbridge F. Using genetic data to strengthen
causal inference in observational research. Nat Rev Genet. 2018;19(9):566-580. doi:10.1038/s41576-018-0020-3
33. Rice F. The genetics of depression in childhood and adolescence. Curr Psychiatry Rep. 2009;11(2):167-173. doi:
10.1007/s11920-009-0026-9
34. Boyd A, Golding J, Macleod J, et al. Cohort profile: the children of the 90s: the index offspring of the Avon
Longitudinal Study of Parents and Children. Int J Epidemiol. 2013;42(1):111-127. doi:10.1093/ije/dys064
35. Fraser A, Macdonald-Wallis C, Tilling K, et al. Cohort profile: the Avon Longitudinal Study of Parents and
Children: ALSPACmothers cohort. Int J Epidemiol. 2013;42(1):97-110. doi:10.1093/ije/dys066
36. Avon Longitudinal Study of Parents and Children. Explore data and samples. http://www.bristol.ac.uk/alspac/
researchers/our-data/. AccessedMay 20, 2019.
37. von Elm E, Altman DG, Egger M, Pocock SJ, Gøtzsche PC, Vandenbroucke JP; STROBE Initiative. The
Strengthening the Reporting of Observational Studies in Epidemiology (STROBE) statement: guidelines for
reporting observational studies. Lancet. 2007;370(9596):1453-1457. doi:10.1016/S0140-6736(07)61602-X
38. Angold A, Costello EJ, Messer SC, Pickles A. Development of a short questionnaire for use in epidemiological
studies of depression in children and adolescents. Int J Methods Psychiatr Res. 1995;5(4):237-249.
39. Thapar A, McGuffin P. Validity of the shortenedMood and Feelings Questionnaire in a community sample of
children and adolescents: a preliminary research note. Psychiatry Res. 1998;81(2):259-268. doi:10.1016/S0165-
1781(98)00073-0
40. Turner N, Joinson C, Peters TJ, Wiles N, Lewis G. Validity of the Short Mood and Feelings Questionnaire in late
adolescence. Psychol Assess. 2014;26(3):752-762. doi:10.1037/a0036572
41. Kingsbury M,Weeks M, MacKinnon N, et al. Stressful life events during pregnancy and offspring depression:
evidence from a prospective cohort study. J Am Acad Child Adolesc Psychiatry. 2016;55(8):709-716.e2.
42. Mahedy L, Hammerton G, Teyhan A, et al. Parental alcohol use and risk of behavioral and emotional problems
in offspring. PLoS One. 2017;12(6):e0178862. doi:10.1371/journal.pone.0178862
43. Okbay A, Baselmans BM, DeNeve JE, et al; LifeLines Cohort Study. Genetic variants associatedwith subjective
well-being, depressive symptoms, and neuroticism identified through genome-wide analyses. Nat Genet. 2016;
48(6):624-633. doi:10.1038/ng.3552
44. Cox JL, Holden JM, Sagovsky R. Detection of postnatal depression: development of the 10-item Edinburgh
Postnatal Depression Scale. Br J Psychiatry. 1987;150:782-786. doi:10.1192/bjp.150.6.782
45. Rai D, Culpin I, Heuvelman H, et al. Association of autistic traits with depression from childhood to age 18
years. JAMA Psychiatry. 2018;75(8):835-843. doi:10.1001/jamapsychiatry.2018.1323
46. Pearson RM, Carnegie RE, Cree C, et al. Prevalence of prenatal depression symptoms among 2 generations of
pregnant mothers: the Avon Longitudinal Study of Parents and Children. JAMA Netw Open. 2018;1(3):e180725.
doi:10.1001/jamanetworkopen.2018.0725
47. Goodman R, Ford T, Richards H, Gatward R, Meltzer H. The Development andWell-Being Assessment:
description and initial validation of an integrated assessment of child and adolescent psychopathology. J Child
Psychol Psychiatry. 2000;41(5):645-655. doi:10.1111/j.1469-7610.2000.tb02345.x
48. Wolke D, Woods S, Stanford K, Schulz H. Bullying and victimization of primary school children in England and
Germany: prevalence and school factors. Br J Psychol. 2001;92(pt 4):673-696. doi:10.1348/000712601162419
49. Muthén LK, Muthén BO, eds.Mplus User’s Guide. 8th ed. Los Angeles, CA: Muthén andMuthén; 1998.
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 12/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
50. Jung T, Wickrama KAS. An introduction to latent class growth analysis and growthmixture modeling. Soc
Personal Psychol Compass. 2008;2(1):302-317. doi:10.1111/j.1751-9004.2007.00054.x
51. Jaffee SR, Moffitt TE, Caspi A, Fombonne E, Poulton R, Martin J. Differences in early childhood risk factors for
juvenile-onset and adult-onset depression. Arch Gen Psychiatry. 2002;59(3):215-222. doi:10.1001/archpsyc.
59.3.215
52. Mullins N, Power RA, Fisher HL, et al. Polygenic interactions with environmental adversity in the aetiology of
major depressive disorder. Psychol Med. 2016;46(4):759-770. doi:10.1017/S0033291715002172
53. Domingue BW, Liu H, Okbay A, Belsky DW. Genetic heterogeneity in depressive symptoms following the death
of a spouse: polygenic score analysis of the U.S. Health and Retirement Study. Am J Psychiatry. 2017;174(10):
963-970. doi:10.1176/appi.ajp.2017.16111209
54. Pingault JB, Viding E, Galéra C, et al. Genetic and environmental influences on the developmental course of
attention-deficit/hyperactivity disorder symptoms from childhood to adolescence. JAMA Psychiatry. 2015;72(7):
651-658. doi:10.1001/jamapsychiatry.2015.0469
55. Kendler KS, Baker JH. Genetic influences onmeasures of the environment: a systematic review. Psychol Med.
2007;37(5):615-626. doi:10.1017/S0033291706009524
56. Riglin L, Hammerton G, Heron J, et al. Developmental contributions of schizophrenia risk alleles and childhood
peer victimization to early-onset mental health trajectories. Am J Psychiatry. 2019;176(1):36-43.
57. Natsuaki MN, Biehl MC, Ge X. Trajectories of depressedmood from early adolescence to young adulthood: the
effects of pubertal timing and adolescent dating. J Res Adolesc. 2009;19(1):47-74. doi:10.1111/j.1532-7795.
2009.00581.x
58. Joinson C, Heron J, Araya R, Lewis G. Early menarche and depressive symptoms from adolescence to young
adulthood in a UK cohort. J Am Acad Child Adolesc Psychiatry. 2013;52(6):591-8.e2.
59. Bangasser DA, Eck SR, Ordones Sanchez E. Sex differences in stress reactivity in arousal and attention
systems. Neuropsychopharmacology. 2019;44(1):129-139.
60. Pearson RM, Evans J, Kounali D, et al. Maternal depression during pregnancy and the postnatal period: risks
and possible mechanisms for offspring depression at age 18 years. JAMA Psychiatry. 2013;70(12):1312-1319. doi:10.
1001/jamapsychiatry.2013.2163
61. Quarini C, Pearson RM, Stein A, Ramchandani PG, Lewis G, Evans J. Are female childrenmore vulnerable to the
long-term effects of maternal depression during pregnancy? J Affect Disord. 2016;189:329-335. doi:10.1016/j.jad.
2015.09.039
62. Stein A, Pearson RM, Goodman SH, et al. Effects of perinatal mental disorders on the fetus and child. Lancet.
2014;384(9956):1800-1819. doi:10.1016/S0140-6736(14)61277-0
63. Murray L, Arteche A, Fearon P, Halligan S, Goodyer I, Cooper P. Maternal postnatal depression and the
development of depression in offspring up to 16 years of age. J Am Acad Child Adolesc Psychiatry. 2011;50(5):
460-470. doi:10.1016/j.jaac.2011.02.001
64. Hannigan LJ, Eilertsen EM, Gjerde LC, et al. Maternal prenatal depressive symptoms and risk for early-life
psychopathology in offspring: genetic analyses in the NorwegianMother and Child Birth Cohort Study. Lancet
Psychiatry. 2018;5(10):808-815. doi:10.1016/S2215-0366(18)30225-6
65. Brière FN, Janosz M, Fallu JS, Morizot J. Adolescent trajectories of depressive symptoms: codevelopment of
behavioral and academic problems. J Adolesc Health. 2015;57(3):313-319. doi:10.1016/j.jadohealth.2015.05.012
66. Duivis HE, Kupper N, Vermunt JK, et al. Depression trajectories, inflammation, and lifestyle factors in
adolescence: The Tracking Adolescents’ Individual Lives Survey.Health Psychol. 2015;34(11):1047-1057. doi:10.
1037/hea0000210
67. Brown JS, Meadows SO, Elder GH Jr. Race-ethnic inequality and psychological distress: depressive symptoms
from adolescence to young adulthood. Dev Psychol. 2007;43(6):1295-1311. doi:10.1037/0012-1649.43.6.1295
68. Adkins DE,Wang V, Elder GH Jr. Structure and stress: trajectories of depressive symptoms across adolescence
and young adulthood. Soc Forces. 2009;88(1):31-60. doi:10.1353/sof.0.0238
69. Mullins N, Lewis CM. Genetics of depression: progress at last. Curr Psychiatry Rep. 2017;19(8):43. doi:10.
1007/s11920-017-0803-9
SUPPLEMENT.
eAppendix. Supplemental Methods
eTable 1.Descriptive Statistics and Reliability of the Short Mood and Feelings Questionnaire (SMFQ)
eTable 2. Participant Demographic Characteristics for Individuals Included in the Analysis
eTable 3.GrowthMixture Modelling Results Using Different Class Solutions
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 13/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
eTable 4. Showing Class Counts for the Latent Classes Based on Estimated Posterior Probabilities for EachModel
eTable 5. Participant Demographic Characteristics for the 5-Class Trajectories Model With No Risk Factors
eTable 6. Participant Demographic Characteristics for the 5-Class Trajectories ModelWith All Risk Factors Included
eTable 7.Matrix of Correlations Between Risk Factors
eTable 8. Adjusted Univariate Associations of All Risk Factors With Trajectories of Depressive Symptoms
eTable 9.UnadjustedMultivariate Associations of All Risk Factors With Trajectories of Depressive Symptoms
eReferences
JAMANetworkOpen | Psychiatry Genetic and Environmental Risk Factors AssociatedWith Trajectories of Depression Symptoms
JAMA Network Open. 2019;2(6):e196587. doi:10.1001/jamanetworkopen.2019.6587 (Reprinted) June 28, 2019 14/14
Downloaded From: https://jamanetwork.com/ by a University of Bristol User  on 07/05/2019
